Identity
Hugo: JARID1A Other names: RBBP2; RBP2 Location: 12p13 Local order: very telomeric side of 12p13.
DNA/RNA
Description 31 exons over 105 kb.
Transcription
From centromere to telomere, yielding mRNA of 6,5 kb.
Protein
Description JARID1A (Jumonji, AT-rich interactive domain 1A) encodes the 196 kDa retinoblastoma binding protein 2 (1722 amino acids). It contains several motifs, including a leucine-X-cysteine-X-glutamic acid (LXCXE) motif, which is important for association with the T/E1A pocket domain of the retinoblastoma protein. Additionally, the protein contains ARID, Jumonji, and 3 PHD (LAP) domains, which are frequent in proteins regulating transcription through changes in chromatin structure.
Expression
Widely expressed.
Localisation
Nuclear.
Function
Probably in regulating transcription through changes in chromatin structure.
Homology
RBP2 homologue 1 (RBP2-H1). (11)(p15) and der(21)t(11;21)(p15;p13). Chromosome 12 was cytogenetically normal by conventional banding techniques and only identified as a partner in this translocation after FISH. Hybrid/Mutated Gene 5' NUP98 -3' JARID1A, including the first 13 exons of NUP98 and exons 28-31 of JARID1A.
Implicated in

Abnormal Protein
The NUP98-JARID1A fusion protein contains the PheGly (FG) repeats of the N-terminal part of NUP98. The JARID1A sequence starting with exon 28 still contains the sequence encoding the C-terminal PHD domain.
